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Carm1 Mouse shRNA Plasmid (Locus ID 59035)

Product data:

Product Type:
Product Name:
Locus ID:
Synonyms:
Vector:

E. coli Selection:

Mammalian Cell
Selection:

Format:

Components:

RefSeq:

UniProt ID:

SshRNA Plasmids

Carm1 Mouse shRNA Plasmid (Locus ID 59035)
59035

Prmt4

PRS (TR20003)

Ampicillin

Puromycin

Retroviral plasmids

Carm1 - Mouse, 4 unique 29mer shRNA constructs in retroviral untagged vector(Gene ID =
59035). 5ug purified plasmid DNA per construct
29-mer scrambled shRNA cassette in pRS Vector, TR30012, included for free.

BC036974, NM 021531, NM_153141, NM_153141.1, NM_021531.1, NM_021531.2,

NM 021531.3,NM 021531.4, NM 021531.5, NM 021531.6, BC0O03964, BCO08263, BC026427,

BC071267

OWVG6
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https://www.ncbi.nlm.nih.gov/nuccore/BC036974
https://www.ncbi.nlm.nih.gov/nuccore/NM_021531
https://www.ncbi.nlm.nih.gov/nuccore/NM_153141
https://www.ncbi.nlm.nih.gov/nuccore/NM_153141.1
https://www.ncbi.nlm.nih.gov/nuccore/NM_021531.1
https://www.ncbi.nlm.nih.gov/nuccore/NM_021531.2
https://www.ncbi.nlm.nih.gov/nuccore/NM_021531.3
https://www.ncbi.nlm.nih.gov/nuccore/NM_021531.4
https://www.ncbi.nlm.nih.gov/nuccore/NM_021531.5
https://www.ncbi.nlm.nih.gov/nuccore/NM_021531.6
https://www.ncbi.nlm.nih.gov/nuccore/BC003964
https://www.ncbi.nlm.nih.gov/nuccore/BC008263
https://www.ncbi.nlm.nih.gov/nuccore/BC026427
https://www.ncbi.nlm.nih.gov/nuccore/BC071267
https://www.uniprot.org/uniprot/Q9WVG6

@ ORIGENE Carm1 Mouse shRNA Plasmid (Locus ID 59035) - TR513000

Summary: Methylates (mono- and asymmetric dimethylation) the guanidino nitrogens of arginyl
residues in several proteins involved in DNA packaging, transcription regulation, pre-mRNA
splicing, and mRNA stability. Recruited to promoters upon gene activation together with
histone acetyltransferases from EP300/P300 and p160 families, methylates histone H3 at
'‘Arg-17' (H3R17me), forming mainly asymmetric dimethylarginine (H3R17me2a), leading to
activates transcription via chromatin remodeling. During nuclear hormone receptor activation
and TCF7L2/TCF4 activation, acts synergically with EP300/P300 and either one of the p160
histone acetyltransferases NCOA1/SRC1, NCOA2/GRIP1 and NCOA3/ACTR or CTNNB1/beta-
catenin to activate transcription. During myogenic transcriptional activation, acts together
with NCOA3/ACTR as a coactivator for MEF2C. During monocyte inflammatory stimulation,
acts together with EP300/P300 as a coactivator for NF-kappa-B. Acts as coactivator for PPARG,
promotes adipocyte differentiation and the accumulation of brown fat tissue. Plays a role in
the regulation of pre-mRNA alternative splicing by methylation of splicing factors. Also seems
to be involved in p53/TP53 transcriptional activation. Methylates EP300/P300, both at 'Arg-
2142', which may loosen its interaction with NCOA2/GRIP1, and at 'Arg-580' and 'Arg-604' in
the KIX domain, which impairs its interaction with CREB and inhibits CREB-dependent
transcriptional activation. Also methylates arginine residues in RNA-binding proteins PABPCT1,
ELAVL1 and ELAV4, which may affect their mRNA-stabilizing properties and the half-life of
their target mRNAs.[UniProtKB/Swiss-Prot Function]

shRNA Design: These shRNA constructs were designed against multiple splice variants at this gene locus. To
be certain that your variant of interest is targeted, please contact techsupport@origene.com.
If you need a special design or shRNA sequence, please utilize our custom shRNA service.

Performance OriGene guarantees that the sequences in the shRNA expression cassettes are verified to

Guaranteed: correspond to the target gene with 100% identity. One of the four constructs at minimum are
guaranteed to produce 70% or more gene expression knock-down provided a minimum
transfection efficiency of 80% is achieved. Western Blot data is recommended over qPCR to
evaluate the silencing effect of the shRNA constructs 72 hrs post transfection. To properly
assess knockdown, the gene expression level from the included scramble control vector must
be used in comparison with the target-specific ShRNA transfected samples.

For non-conforming shRNA, requests for replacement product must be made within ninety
(90) days from the date of delivery of the shRNA kit. To arrange for a free replacement with
newly designed constructs, please contact Technical Services at techsupport@origene.com.
Please provide your data indicating the transfection efficiency and measurement of gene
expression knockdown compared to the scrambled shRNA control (Western Blot data
preferred).
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