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Human Cancer and Normal Tissue Products 
Linking genes and proteins to cancer biology

COMPREHENSIVE HUMAN TISSUE PRODUCTS

OriGene has the comprehensive human cancer and normal tissue products developed from its biorepository of 

over 140,000 human tissues representing over 12,000 donors.  

n	 TissueScan™ Arrays: cDNA arrays, genomic DNA arrays, protein lysate arrays (RPAs), and 

tissue microarrays (TMAs)

n	 TissueFocus™ individual products: total RNAs, genomic DNAs, protein lysates, sections, and 

blocks

n	 All products are provided in assay/application ready formats

UNPARALLELED QUALITY OF HUMAN TISSUE PRODUCTS

All tissue products are developed from OriGene’s high quality tissues, which are banked under strict collection 

protocols and undergo rigorous quality control to ensure each source block’s unparalleled quality.  

n	 Collected from major US institutions under strict IRB and ethical consenting practices 

n	 Maintained in a monitored environment and bar-coded for tracking purposes 

n	 Each tissue source block includes following clinical information

		  • Abstracted pathology report

		  • Disease staging

		  • Digital H&E image 

		  • Donor’s basic demographic information

		  • More clinical data available for review  

	   through an on-line database

Tissue Protein 
Lysates

Tissue RNAs
& cDNAs

Tissue Sections 
& Block

Tissue Genomic
DNAs

Tissue Genomic DNA Arrays 
for mutation analysis 

and validation

Tissue cDNA Arrays 
for gene expression 

analysis and validation

Tissue Microarrays (TMAs) 
for multiplex histological
analysis and validation

Tissue Lysate Arrays (RPAs)
for protein expression 
analysis and validation

>140,000
Human
Tissues
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Human Cancer and Normal Tissue Products 
Linking genes and proteins to cancer biology

qPCR-READY TissueScan™ cDNA ARRAYS FOR IMMEDIATE DELIVERY

Cancer Survey Panels Cancer Specific Panels Normal Panels

Coverage Adrenal gland, Breast, Cervix, Colon, 
Endometrium, Esophagus, Gastroesopha-
geal, Kidney, Liver, Lung, Lymphoid, Ovary, 
Pancreas, Prostate, Stomach, Testis, Thy-
roid gland, Urinary bladder, Uterus, etc.

Bladder, Brain, Breast, Colon, Crohns,  
Endometrium, Gastroesophageal, Kidney, 
Liver, Lung, Lymphoma, Melanoma, Ovar-
ian, Pancreas, Prostate, Sarcoma, Thyroid 

Human Normal, Human Brain,  
Mouse Normal,  Mouse Development, 
Rat Normal, Drosophila

Panels 	 4 40 6

Format 384- or 96-well 96-well 96-well

KEY PUBLICATIONS

1.	 Liu Y, et al. (2010). The protein kinase Pak4 disrupts 

mammary acinar architecture and promotes mammary 

tumorigenesis. Oncogene  doi:10.1038/onc.2010.329 

Original Article [Cancer Survey Panel] 

2.	Trimmer C, et al. (2010). CAV1 Inhibits Metastatic Potential 

in Melanomas through Suppression of the Integrin/Src/FAK 

Signaling Pathway. Cancer Res., 70: 7489 - 7499 

[Melanoma Panel] 

3.	Noor A, et al. (2010). Disruption at the PTCHD1 Locus on Xp22.11 

in Autism Spectrum Disorder and Intellectual Disability. Science 

Translational Medicine, 2: 49ra68 [Brain Normal Panel] 

4. Beverly LJ and Varmus HE (2009). MYC-induced myeloid 

leukemogenesis is accelerated by all six members of the 

antiapoptotic BCL family. Oncogene doi: 10.1038/onc.2008.466

Add primers 

qPCR in 2 hours

RNA isolation

Convert RNA to cDNA

Select from 1000s of high 
quality cancer tissue samples

50 cancer and normal 
TissueScan panels in qPCR plates

Generate gene expression data 
in hundreds of examples

Data in 2 hoursOriGene Save You Months to Years

 

TissueScan™ Cancer Tissue cDNA Arrays
qPCR gene expression results of hundreds of tissues in 2 hours

TissueScan™ Cancer Tissue cDNA Arrays are developed for differential gene expression analysis and validation 

among hundreds of different tissues. Tissue cDNAs of each array are synthesized from high quality total RNAs 

of pathologist-verified tissues, normalized and validated with ß-actin in two sequential qPCR analyses, and 

provided with QC data. 

n	 Cancer survey array contains over 20 different cancer types from 381 donors 

n	 Cancer specific arrays cover almost all major cancers

n	 Normal tissue arrays include major tissues from human, mouse, rat, and Drosophila
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TissueScan™ cDNA Arrays For Biomarker Discovery

DISCOVERY OF A NEW CANCER BIOMARKER FOR A NEW SUBTYPE OF BREAST CANCER

Researchers at Washington University School of Medicine discovered a new cancer biomarker that could define 

a new subtype of breast cancer as well as offer a potential way to treat it and their work was published in the 

Proceedings of the National Academy of Sciences.

n	 LRP6 expression is frequently up-regulated in a subset of human breast cancer tissues and cell lines

n	 LRP6 was significantly over-expressed in 20-36% of human breast cancer tissue samples 

n	 LRP6 was increased more frequently in triple (ER, HER2 and PR) negative breast tumor samples

DISCOVERY OF A NEW PROGNOSIS BIOMARKER FOR LUNG CANCER

Scientists at National Jewish Health have discovered the Adenosine A2A (ADORA2A) receptor as a prognosis 

and companion diagnostic marker for lung cancer and their work was published in the Proceedings of the 

National Academy of Sciences.

n	 ADORA2A receptor was significantly over-expressed during the early, stages of tumor growth

n	 ADORA2A receptor was expressed only in response to HIF-2alpha activation

n	 A potential new target for an anti-angiogenic approach to treating lung cancer

TissueScan™ cDNA Array 
results clearly indicated 
LRP6 expression was 
up-regulated in a subset 
of human breast cancer 
tissues.   ** P < 0.01. 

TissueScan™ cDNA Array 
results clearly indicated 
Adenosine A2A receptor 
expression was increased 
in lung tumor samples at 
different stages. 

*Statistically different from the 
normal lung tissue.

100.000

10.000

1.000

.100

0.010

IV

IIIB

IIIA

IIIB

IIA

IB

IA

Normal

0 1 2 3 4

Relative adenosine A2A receptor/CD31

5 6 7 12 73

Lo
g 

(R
el

at
iv

e 
A 2

A/
CD

31
)

Lu
ng

 T
um

or
 S

ta
ge

s

.001
Normal

Ahm ad A etal. PNAS 2009;106:10684 -10689

A B

Tumor

0

5

1 3 5 7 9 11 13 15 17 19 21 23 25 27 29 31 33 35 37 39 41 43 45 47

10

15

20

25

30

35

40

45

Liu C et al. PNAS 2010;107:5136-5141

Normal/
Stage 0

Stage I Stage IIA Stage IIB

St
ag

e 
III

A

Re
la

tiv
e 

m
RN

A 
le

ve
l

St
ag

e 
III

A

St
ag

e 
III

A

St
ag

e 
III

C

St
ag

e 
III

C



www.origene.com/tissue

Cancer Tissue Protein Lysate Arrays 
Large scale, quantitative tools for protein biomarker discovery and validation

Cancer Lysate Arrays are high-density reverse-phase protein arrays (RPPA, or RPA) assembled from 432 cancer 

and normal tissue protein lysates. With protein-specific antibodies, TissueScan™ Cancer Lysate Arrays enable 

quantitative identification and validation of protein expression profiles and post-translation modifications among 

normal tissues and 11 types of cancer in a single experiment. 

UTILITIES
n	 High density array containing triplet of four dilutions of 432 tissue lysates covering 11 types of cancer

n	 Differential protein expression profiling among normal and different cancers on a single slide  

n	 Protein biomarker and drug target discovery and validation 

n	 Easy to follow protocols for enhanced colorimetric and flouremetric assays

n	 No special equipment needed and validated detection kits are available for purchase 

SIMPLE PROTOCOL

If you can do Western blot, you can do RPPA easily.

Figure 2

Simple analysis of cancer differential expression 

index (sample readout divided by median of the tissue 

normal samples) for four different proteins presented 

in heat map format. 

Column 1 ERBB2, Column 2 BIRC5, Column 3 TP53, Column 4, Phospho cMyc

Figure 1

Anti TP53 reactivity with cancer RPPAs tested with 

colorimetric TSA enhancement protocol.
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1.397813 1.197122 1.059609 1.01219 1.787226 1.43936 1.172307 1.053997 1.585685 1.376689 1.149968 1.006472 1.164581 1.105978 1.018311 0.974341 1.01321 1.003198 0.988263 0.982257
0.925802 0.949313 0.957654 0.974649 1.20524 1.125554 1.054966 1.003473 1.698075 1.414768 1.15462 1.026879 1.996995 1.663555 1.233876 1.057849 1.067813 1.045992 1.007161 0.996271

1.02729 0.988551 0.987077 0.992609 1.096229 1.035052 1.023737 1.019915 1.038575 0.9977 0.998442 0.984674 1.021718 0.986023 0.977274 0.94963 1.29695 1.147934 1.043425 1.004462
1.201109 1.117454 1.010027 1.00508 1.166718 1.089482 1.045704 1.023827 0.964525 0.975879 0.981243 0.973596 1.095071 1.029048 0.985165 0.981206 1.133988 1.07229 1.015328 0.999115
1.022453 0.990261 0.975354 0.979672 2.54706 1.906924 1.376495 1.101619 1.894758 1.680432 1.509192 1.330752 1.667826 1.487878 1.194177 0.957121 1.13508 1.087085 1.039136 1.035691
1.712986 1.388463 1.118006 1.034742 1.019858 0.996158 1.000619 1.003342 1.384984 1.24137 1.187761 1.137841 1.015417 0.987953 0.993583 0.977454 1.123119 1.022921 0.980703 0.981939
1.350925 1.205045 1.034104 0.990622 1.039535 1.020673 1.009426 0.998695 1.304801 1.216013 1.177045 1.153532 1.043737 1.02544 1.016534 0.981158 1.057281 1.007714 0.996916 0.997093
1.313417 1.201588 1.060223 1.003649 1.036203 0.998657 0.994845 0.986293 1.226491 1.207773 1.216467 1.175572 1.224655 1.131404 1.067274 0.990201 1.227731 1.129984 1.097508 1.075904
1.352244 1.216672 1.06369 1.021626 1.468622 1.270364 1.101352 1.023295 1.322133 1.212897 1.137387 1.089719 1.10871 1.082647 1.022047 0.988793 1.373859 1.189459 1.040171 0.984283
1.146725 1.059391 1.000068 0.995163 1.258641 1.071903 1.047979 1.009381 1.202868 1.128584 1.102928 1.078939 1.038067 1.026433 1.010302 0.983672 0.980274 0.975525 1.007377 1.038595

2.19881 1.685911 1.277476 1.038243 0.996533 0.993251 0.983346 0.981042 1.168446 1.126125 1.11175 1.088111 1.907575 1.522215 1.202131 1.031872 1.132246 1.091096 1.065553 1.092285
0.959909 0.97407 0.980665 0.99199 1.025765 1.003019 0.993212 0.990169 0.961939 0.996849 1.022292 1.036174 0.976003 0.986185 0.99849 1.00372 0.957644 0.949844 0.971105 1.000898
1.206117 1.138897 1.059792 0.993657 0.991947 0.992405 0.998098 1.016539 0.942689 0.968942 0.981264 0.980965 0.959398 0.968582 1.005341 1.00182 0.945325 0.941543 0.959409 0.968405

0.98111 0.967683 0.970944 0.969582 1.053354 1.028874 1.020974 1.011357 1.004935 0.995241 0.994245 0.989683 0.93424 0.954945 0.980307 0.99063 1.197211 1.098966 1.071377 1.033851
0.981775 0.992722 0.968942 0.987577 1.041846 1.034568 1.038237 1.023254 0.984765 1.000624 0.993632 0.988293 0.976901 0.97067 0.954546 0.952907 1.046203 1.029257 1.004535 1.001395
0.894428 0.913618 0.934243 0.968246 1.038302 1.039104 1.038933 1.03258 0.998807 0.994632 0.99137 0.992362 1.127436 1.087085 0.997559 0.988339 1.055252 1.029028 1.00381 1.008171
0.954206 0.94909 0.947401 0.970567 1.010482 1.02608 1.025658 1.044341 1.012784 1.015457 1.016029 1.001695 1.023525 1.006402 0.979925 0.958397 1.053396 1.026466 1.009052 0.99921
1.225738 1.101092 1.04355 0.957171 1.030171 1.028856 1.045899 1.040558 1.040051 1.033125 1.026097 1.030719 1.01925 0.986502 0.969729 0.96374 0.999231 0.990383 1.003014 1.008594
0.851675 0.893663 0.949097 0.988376 0.991616 0.980268 0.986246 0.980475 1.035696 1.040359 1.046396 1.031927 1.006338 0.980295 1.006338 1.003908 1.03913 1.01056 1.027794 1.032311
1.115566 1.090948 1.048873 1.036461 0.989706 0.994302 0.998986 0.996022 1.002553 1.004467 1.022551 1.010151 1.154051 1.119565 1.059463 1.050817 1.105293 1.054943 0.999782 0.99969
1.039891 1.036792 1.005664 1.01885 0.935668 0.965631 0.979 0.98482 0.987295 0.989409 1.01601 1.022782 0.969034 1.004235 1.019678 1.013031 0.970049 0.965396 0.971522 0.991751
0.934056 0.958186 0.975041 1.008764 0.986237 0.990022 0.984961 0.987405 1.008179 1.006529 1.013947 1.136205 1.014902 1.037017 1.023039 1.002366 0.997733 1.011795 1.017035 1.034985

1.07878 1.048263 1.036854 1.052807 0.962666 0.972158 0.986199 0.983408 1.035675 1.014997 0.993889 0.973793 1.004923 1.001692 1.014088 1.001901 0.957908 0.953051 0.960467 0.961744
1.166453 1.095332 1.070495 1.050035 0.979324 0.971947 0.985872 0.99284 0.99581 0.996394 0.995601 0.986198 0.879281 0.923341 0.990955 0.992028 0.979588 0.961429 0.973767 0.977008
1.002156 1.00111 0.999588 1.025411 0.994297 1.000952 1.000562 0.998289 0.994253 0.998934 0.998557 0.986296 1.046246 1.042662 0.96231 1.007683 0.940905 0.938347 0.952828 0.957686
1.305908 1.175404 1.057539 1.037421 1.019561 1.018154 1.010062 1.001107 0.998261 0.997004 0.981875 0.975412 0.98549 1.01388 1.025937 1.011356 1.024699 0.998223 0.974112 0.966474
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Step 1: Primary antibody

Step 2: Secondary antibody

Step 3: Signal amplification (e.g., TSA system)

Step 4: Read and analyze results
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TissueFocus™ Tissue Derivative Products 
Tissue total RNAs, genomic DNAs, and protein lysates

OriGene’s TissueFocus™ tissue total RNA, genomic DNA, and protein lysate samples are produced from our 

pathologist-verified high quality tissue blocks and undergo rigorous quality control testing to ensure the sample 

integrity and preservation. 

TISSUE TOTAL RNAs AND GENOMIC DNAs

A proprietary set of standard operating procedures is utilized to extract RNA or DNA from tissues to ensure 

intact total RNA, genomic DNA, free of protein contamination.

n	 Paired normal and cancer total RNAs and 

genomic DNAs from same patients

n	 Over 5,000 searchable tissue RNAs and 

genomic DNAs available for immediate 

delivery 

n	 Agilent Bioanalyzer 28S/18S ratio, 

Electropherogram, A260/A280 ratio and 

PCR images 

n	 Abstracted pathology report for each sample

TISSUE PROTEIN LYSATES

OriGene’s Tissue Protein Lysates are obtained from frozen OCT-embedded tissue samples in the Biorepository. 

Lysates are routinely generated using a Modified RIPA buffer (no SDS) in the presence of protease and 

phosphatase inhibitors. Protein quantification is performed using the BCA Protein Assay. 

n	 Paired normal and cancer tissue protein lysates from same patients

n	 Qualification data provided 

	 •	 A PAGE gel image visualized by SYPRO Ruby 

	 •	 A Western Blot image using a beta-Actin monoclonal antibody

CUSTOMIZED TissueScan™ cDNA, GENOMIC DNA, AND PROTEIN LYSATE ARRAYS

OriGene has built a state-of-the-art facility to quickly turn our TissueFocus™ 

derivative products into customized TissueScan™ cDNA, genomic DNA, protein 

lysate arrays upon request.  
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Tissue Sections and Blocks
Quality tissues for your research needs

Cancer Tissue Microarray (TMAs)
Quality tissue microarrays for your high-throughput molecular analysis

OriGene’s high quality tissues are banked under strict and rigorous collection protocols and are available in 

either formalin-fixed, paraffin embedded (FFPE) or frozen, OCT-embedded formats.

n	 >140,000 cancer, normal and other diseased tissues available for 

immediate delivery

n	 All sections and blocks include pathology verification data, clinical 

annotation, abstracted pathology reports and digital H&E images of 

the source block 

n	 Ideal for immunohistochemistry (IHC), in-situ hybridization (ISH), 

laser capture microscopy (LCM) and RNA/DNA/Protein extractions

Tissue microarrays (TMAs) are developed from formalin-fixed paraffin-embedded (FFPE) tissue samples selected 

from the OriGene’s tissue biorepository of over >140,000 tissue samples, which represent hundreds of pathology 

diagnoses.

n	 Sample cores selected by board-certified pathologists

n	 TMA Datasheet/Map includes H&E images and detailed 

pathology reports

n	 Fully qualified for IHC analysis and suitable for in situ 

hybridization (ISH) analysis

n	 TMA sections freshly-cut prior to shipment

AVAILABLE TMAs FOR IMMEDIATE DELIVERY

Cancer Survey Tissue Microarray: FFPE, 165 x 1 mm cores, 110 tumors and 55 normals, Covering 11 cancer 

types: Breast, Colon, Lung, Kidney, Ovarian, Endometrial, Stomach, Prostate, Melanoma, Liver, Lymphoma.  

(5 um section x 1 slide)

Breast Cancer Tissue Microarray: FFPE, 42 x 1 mm cores, 36 tumors and 6 normals. (5 um section x 1 slide)

Ovarian Cancer Tissue Microarray: FFPE, 48 x 1 mm cores, 41 tumors and 7 normals. (5 um section x 1 slide)
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Rockville, MD 20850
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OriGene Gene Synthesis
Blue Heron Biotech

22310 20th Avenue SE #100

Bothell, WA 98021 USA

1.425.368.5000

www.blueheronbio.com

OriGene CHINA
HuiLongSen International Science  

& Technology Industry Park

Build 11, No.99, Kechuang  

Fourteenth Street, D4

Beijing, CHINA 101111 

86.10.59755312
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OriGene, Your Partner in Gene Research and Beyond

KEY TECHNOLOGIES AND PRODUCTS
n	 Full-length cDNA clones, ORF clones in expression-ready vectors

n	 Gene synthesis: any gene, any variant, any vector

n	 RNAi research reagents: shRNA, siRNA, and miRNA function and detection

n	 SYBR Green qPCR assays for mRNA and miRNA detection, primer panels

n	 Recombinant human proteins 

n	 TrueMAB™ monoclonal antibodies

n	 Luminex multiplex immunoassays 

n	 Cancer tissue biorepository, TMA, RPPA, and TissueScan qPCR arrays 


